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Abstract

The DNA has great importance becaise it is a hereditary information
carrier. In view of the importance of markoves chains in explaining and
analyzing many of the phenomena through succession, we apply it in our
research to obtain the conditional probabilities of chains elements, for its
great importance in finding the hereditary genetics from DNA
compositions.

Markov chains has been implemented for the probable alignment of the
first, second, third, fourth, and fifth orders.

A program was created to code and translate the three models of the
ORF for DNA succession and the chains for the three program was
written by visual basic language to carry out these operations and to yield
sequence alignment between human and growth hormone gene and other
chains. '

The program implemented DNA chains in which the nucleotide number is

less than 3000 bases exemplified by the human growths hormone, mouse,
and chicken growth hormone.
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